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1. melléklet:

A hat baktérium 16S RNS génjeinek dsszehasonlitasa és a szelektiv primerparok pozicidja

(az egyforma szinek a megfeleld baktérium-primer kombinacidkat jeldlik).

Enterococcus
Lactobacillus
Clostridium
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Bacteroides
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Bacteroides
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Lactobacillus
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Bifidobacterium
Escherichia

Enterococcus
Lactobacillus
Clostridium
Bifidobacterium
Escherichia
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Enterococcus
Lactobacillus
Clostridium
Bifidobacterium
Escherichia
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Enterococcus
Lactobacillus
Clostridium
Bifidobacterium
Escherichia
Bacteroides

Enterococcus
Lactobacillus
Clostridium
Bifidobacterium
Escherichia
Bacteroides

Enterococcus
Lactobacillus
Clostridium
Bifidobacterium
Escherichia
Bacteroides

—————————— AGAGTTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCCTAATACATG
—--TTTATATGAGAGTTTGATCCTGGCTCAGGATGAACGCTGGCGGCGTGCCTAATACATG
TTTTAAATTGAGAGTTTGATCCTGGCTCAGGATGAACGCTGGCGGCGTGCTTAACACATG
-TTTTTGTGGAGGGTTCGATTCTGGCTCAGGATGAACGCTGGCGGCGTGCTTAACACATG
—--—-AATTGAAGAGTTTGATCATGGCTCAGATTGAACGCTGGCGGCAGGCCTAACACATG
-TTACAATGAAGAGTTTGATCCTGGCTCAGGATGAACGCTAGCTACAGGCTTAACACATG

kK kkKk kkKk KAk KkKK KKK KAk KkKkKkKkK KKk * kK kkk Kk KkKkK

CAAGTCGAACGCTTCTTTTTCCAC---CGGAGCTTGCTCCA----CCGGAAAAAGAGGAG
CAAGTCGAACGAGTTTTGGTCGATGAACGGTGCTTGCACTGAGATTCGACTTAAAACGAG
CAAGTCGAGCGAT--—-—————————-—-— GAAGTTTCCTTCG------ GGAAACGGATTAG
CAAGTCGAACGGGATCCAT--—--—-— CGGGCTTTGCTTGG-——--~— TGGTGA---—- GAG
CAAGTCGAACGGTAACAGG-—-————— AAGCAGCTTGCTGCT----TTGCTGA----CGAG
CAAGTCGAGGGGCATCAGG-————— AAGAAAGCTTGCTTTC---TTTGCTGG----CGAC

KKK KK KKK * * Kk Kk * *

TGGCGAACGGGTGAGTAACACGTGGGTAACCTGCCCATCAGAAGGGGATAACACTTGGAA
TGGCGGACGGGTGAGTAACACGTGGGTAACCTGCCCTTAAGTGGGGGATAACATTTGGAA
CGGCGGACGGGTGAGTAACACGTGGGTAACCTGCCTCATAGAGTGGAATAGCCTTCCGAA
TGGCGAACGGGTGAGTAATGCGTGACCGACCTGCCCCATACACCGGAATAGCTCCTGGAA
TGGCGGACGGGTGAGTAATGTCTGGGAAAC-TGCCTGATGGAGGGGGATAACTACTGGAA
CGGCGCACGGGTGAGTAACACGTATCCAACCTGCCCTTTACTCGGGGATAGCCTTTCGAA

KNk hkk Ak kKK kkkkkk * * Kk kk kK * Kk kk Kk Kk * * *

ACAGGTGCTAATACCGTATAACAATCAA---AACCGCATGGTTTTGATTTGAAAGGCGCT
ACAGATGCTAATACCGCATAA-ATCCAAG--AACCGCATGGTTCTTGGCTGAAAGATGGC

AGGAAGATTAATACCGCATAATGTTGAAA--GATGGCATCATCATTCAACCAAAGGAGCA
ACGGGTGGTAATGCCGGAT---GTTCCAGT --—-BEGGGAAAGCT
ACGGTAGCTAATACCGCATAACGTCGCAA--GACCAAA-———————==—= GAGGGGGACC
AGARAGATTAATACCCGATAGCATAATGAT--TC -—-
* *kk Kk kK * % *

TTCGGGTGTC--GCTGATGGATGGACCCGCGGTGCATTAGCTAGTTGGTGAGGTAACGGC
GCAAGCTATC--GCTTTTGGATGGACCCGCGGCGTATTAGCTAGTTGGTGAGGTAACGGC
ATC-——---- C--GCTATGAGATGGACCCGCGGCGCATTAGCTAGTTGGTGGGGTAACGGC
TTCG---—-- C--GGTATGGGATGGGGTCGCGTCCTATCAGCTTGACGGCGGGGTAACGGC

TTCGGGCCTCTTGCCATCGGATGTGCCCAGATGGGATTAGCTAGTAGGTGGGGTAAAGGC

* Kk k x * Kk kk kK *k ok kkkkk Kk Kk

TCACCAAGGCCACGATGCATAGCCGACCTGAGAGGGTGATCGGCCACATTGGGACTGAGA
TCACCAAGGCGATGATACGTAGCCGAACTGAGAGGTTGATCGGCCACATTGGGACTGAGA
CTACCAAGGCGACGATGCGTAGCCGACCTGAGAGGGTGATCGGCCACATTGGGACTGAGA
CCACCGTGGCTTCGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACATTGGGACTGAGA
TCACCTAGGCGACGATCCCTAGCTGGTCTGAGAGGATGACCAGCCACACTGGAACTGAGA

* % % * % * * * % % * * kK k Kk kkk * * Kk Kk k Ak k KAk kK k Kk

CACGGCCCAAACTCCTACGGGAGGCAGCAGTAGGGAATCTTCGGCAATGGACGAAAGTCT
CACGGCCCAAACTCCTACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCT
CACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCT
TACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCT
CACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCT

R R I I R R R R *kkk Kk Kk k * Kk k k k Kk * * * *

GACCGAGCAACGCCGCGTGAGTGAAGAAGGTTTT-CGGATCGTAAAACTCTGTTGTTAGA
GATGGAGCAACGCCGCGTGAGTGAAGAAGGCTTT-CGGGTCGTAAAACTCTGTTGTTGGA
GATGCAGCAACGCCGCGTGAGTGATGAAGGTTTT-CGGATCGTAAAGCTCTGTCTTTGGG

GATGCAGCGACGCCGCGTGAGGGATGGAGGCCTT-CGGGTTGTAAACCTCTTTTATCGGG
GATGCAGCCATGCCGCGTGTATGAAGAAGGCCTT-CGGGTTGTAAAGTACTTTCAGCGGG
* * *khk Kk kK * ok ok ok ok * Kk ok kkk * Kk kK kk Kk kK * Kk K

GAAGAACAAGGATGAGAGTAAC--——--- TGTTCATCCCTTGACGGTATCTAACCAGAAA
GAAGAATGGTCGGCAGAGTAAC-———-—— TGTTGTCGGCGTGACGGTATCCAACCAGAAA
GAAGA-——-———————— [l -~~~ -~ Gan
GAGEAR---------BCGTGA-——---——--———————- CCGTTGAATAA
GAGGAA-—--—-~— GGGAGT CGTTACCCGCAGAAGAA

* ) * * * * * * * x

50
58
60
59
56
59

103
118
99

101
101
106

163
178
159
161l
160
166

220
235
217
214
206
221

278
293
269
267
266
273

338
353
329
327
326
333

398
413
389
387
386
393

457
472
448
446
445
453

510
525
476
479
498
500



1. melléklet (folytatas)
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GCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGA
GCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGA
GCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTATCCGGA
GCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCAAGCGTTATCCGGA
GCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGA

* KAKXKAKXKAKAAKX AAXAXAXAXAXAXAAXAXAXAXAXAXA XXX XA XA XA AKX K x K * KKK K KK * KKKk

TTTATTGGGCGTAAAGCGAGCGCAGGCGGTTTCTTAAGTCTGATGTGAAAGCCCCCGGCT
TTTATTGGGCGTAAAGCGAGCGCAGGCGGTTTTTTAAGTCTGATGTGAAAGCCCTCGGCT
TTTACTGGGCGTAAAGGGAGCGTAGGCGGATGATTAAGTGGGATGTGAAATACCCGGGCT
ATTATTGGGCGTAAAGGGCTCGTAGGCGGTTCGTCGCGTCCGGTGTGAAAGTCCATCGCT
ATTACTGGGCGTAAAGCGCACGCAGGCGGTTTGTTAAGTCAGATGTGAAATCCCCGGGCT

KKK KKk KK KKK KK Kk KXk KKk Kk kK * x K KKK KK KK * kK

CAACCGGGGAGGGTCATTGGAAACTGGGAGACTTGAGTGCAGAAGAGGAGAGTGGAATTC
TAACCGAGGAAGCGCATCGGAAACTGGGAAACTTGAGTGCAGAAGAGGACAGTGGAACTC
CAACTTGGGTGCTGCATTCCAAACTGGTTATCTAGAGTGCAGGAGAGGAGAGTGGAATTC
TAACGGTGGATCCGCGCCGGGTACGGGCGGGCTTGAGTGCGGTAGGGGAGACTGGAATTC
CAACCTGG CTTGAGTCTCGTAGAGGGGGGTAGAATTC

TAAAATTGCAGTTGATACTGTCAGTCTTGAGTACAGTAGAGGTGGGCGGAATTC

* * x * **x X * Kk Kk k kK * kkx k% * Kk kK k

CATGTGTAGCGGTGAAATGCGTAGATATATGGAGGAACACCAGTGGCGAAGGCGGCTCTC
CATGTGTAGCGGTGAAATGCGTAGATATATGGAAGAACACCAGTGGCGAAGGCGGCTGTC
CTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGACTCTC
CCGGTGTAACGGTGGAATGTGTAGATATCGGGAAGAACACCAATGGCGAAGGCAGGTCTC
CAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCGGTGGCGAAGGCGGLCCCCC
GTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGCAGCTCAC

KNk kk Ak kkk Kk kK Kk Kk Kk * Kk Kk Kk * % * kK k Kk k Kk k Kk k *

TGGTCTGTAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTG
TGGTCTGTAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTG
TGGACTGTAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTG
TGGGCCGTTACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTG
TGGACGAAGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTG
TGGACTGCAACTGACACTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTG

* Kk k  Kx RaR R Rk Ik S O N S * Kk k k k Kk RR Rk I S R R R R

GTAGTCCACGCCGTAAACGATGAGTGCTAAGTGTTGGAGG---GTTTCCGCCCTTCAGTG
GTAGTCCATGCCGTAAACGATGAATGCTAGGTGTTGGAGG---GTTTCCGCCCTTCAGTG

GTAGTCCACGCCGTAAACGATGAATACTAGGTGT--GGGG---GTTTCAACACCTCCGTG
GTAGTCCACGCCGTAAACGGTGGATGCTGGATGT--GGGGCCCGTTCCACGGGTTCCGTG
GTAGTCCACGCCGTAAACGATGTCGACTTGGAGGTTGTGC----CCTTGAGGCGTGGCTT
GTAGTCCACACAGTAAACGATGAATACTCGCTGTTTGCGA-~-————— TATACAGTAAGCG
* Kk kkkkkk * kkkkkkk kK * % * *  *x *

CTGCAGCTAACGCATTAAGCACTCCGCCTGGGGAGTACGACCGCAAGGTTGARACTCARA
CCGCAGCTAACGCATTAAGCATTCCGCCTGGGGAGTACGACCGCAAGGTTGAAACTCARA
CCGCCGCTAACGCATTAAGTATTCCGCCTGGGGAGTACCEICECARCATTARRRGHE 1 1\
TCGGAGCTAACGCGTTAAGCATCCCGCCTGGGGAGTACGGCCGCAAGGCTARAACTCARA
CCGGAGCTAACGCGTTAAGTCGACCGCCTGGGGAGTACGGCCGCARGGTTARAACTCARA
GCCAAGCGAAAGCATTAAGTATTCCACCTGGGGAGTACGCCGGCAACGGTGARACTCARA

* Kk kk kk kkKk kK Kk Ak kKA kA Kk kkkk * Kk k x * kA k Kk kkk Kk k

GGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAA
GGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAA
GGAATTGACGGGGACCCGCACAAGTAGCGGAGCATGTGGTTTAATTCGAAGCAACGCGAA
GAAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGCGGATTAATTCGATGCAACGCGAA
TGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAA
GGAATTGACGGGGGCCCGCACAAGCGGAGGAACATGTGGTTTAATTCGATGATACGCGAG

KA Ak hkhkhkhkhkhkk Ak kkkkkx * kkk kkkk kk kkkkkkkkk Kk * Kk k kk Kk

GAACCTTACCAGGTCTTGACATCCTTTG-ACCACTCTAGA--GATAGAGCTTCCCCTTCG
GAACCTTACCAGGTCTTGACATCTTTTG-ATCACCTGAGA--GATCAGGTTTCCCCTTCG
GAACCTTACCTACACTTGACATCCCTTGCATTACTCTTAATCGAGGAAAT---CCCTTCG
GAACCTTACCTGGGCTTGACATGTTCCCGACGATCCCAGA--GATGGGGTTT-CCCTTCG
GAACCTTACCTGGTCTTGACATCCACGG-AAGTTTTCAGA--GATGAGAATGTGCCTTCG
GAACCTTACCCGGGCTTAAATTGCAGTGGAATGATGTGGAAACATGTCAGTGAGCAATC-

KKK KKK KK KK KKKk Kk * * * * * * *

570
585
536
539
558
560

630
645
596
599
618
620

690
705
656
659
678
680

750
765
716
719
738
740

810
825
776
779
798
800

867
882
831
837
854
853

927
942
891
897
914
913

987
1002
951
957
974
973

1044
1059
1008
1014
1031
1032



1. melléklet (folytatas)

Enterococcus
Lactobacillus
Clostridium
Bifidobacterium
Escherichia
Bacteroides

Enterococcus
Lactobacillus
Clostridium
Bifidobacterium
Escherichia
Bacteroides

Enterococcus
Lactobacillus
Clostridium
Bifidobacterium
Escherichia
Bacteroides

Enterococcus
Lactobacillus
Clostridium
Bifidobacterium
Escherichia
Bacteroides

Enterococcus
Lactobacillus
Clostridium
Bifidobacterium
Escherichia
Bacteroides

Enterococcus
Lactobacillus
Clostridium
Bifidobacterium
Escherichia
Bacteroides

Enterococcus
Lactobacillus
Clostridium
Bifidobacterium
Escherichia
Bacteroides

Enterococcus
Lactobacillus
Clostridium
Bifidobacterium
Escherichia
Bacteroides

Enterococcus
Lactobacillus
Clostridium
Bifidobacterium
Escherichia
Bacteroides

GGGGCAAAGTGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTA
GGGGCAAAATGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTA
GGGACAAGGTGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTA
GGG-CGGGTTCACAGGTGGTGCATGGTCGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTA
GGAACCGTGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTTGTGAAATGTTGGGTTA
—-ACCGCTGTGA-AGGTGCTGCATGGTTGTCGTCAGCTCGTGCCGTGAGGTGTCGGCTTA

* * kKKK Kk KAk KKAKKK ER ARk kb b ki * Kk kK R IS ok S o

AGTCCCGCAACGAGCGCAACCCT - - B8~ GTTGGGCACTCTA
AGTCCCGCAACGAGCGCAACCCTTATGACTAGTTGCCAGC--ATTGAGTTGGGCACTCTA
AGTCCCGCAACGAGCGCAACCCTTGTCGTTAGTTACTACC--ATTAAGTTGAGGACTCTA
AGTCCCGCAACGAGCGCAACCCTCGCCCCGTGTTGCCAGCGGATTGTGCCGGGAACTCAC
AGTCCCGCAACGAGCGCAACCCTTATCCTTTGTTGCCAGCG-GTCCGGCCGGGAACTCAA
AGTGCCATAACGAGCGCAACCCTTATCTTCAGTTACTAACAGGTCATGCTGAGGACTCTG

KKK kK RR R Rk ki b kb ik e kKK kK ok Kk * * RS S

GCAAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCT
GTAAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCT
GCGAGACTGCCTGGGTTAACCAGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCT
GGGGGACCGCCGGGGTTAACTCGGAGGAAGGTGGGGATGACGTCAGATCATCATGCCCCT
AGGAGACTGCCAGTGATAAACTGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCT
GAGAGACTGCCGTCGTAAGATGTGAGGAAGGTGGGGATGACGTCAAATCAGCACGGCCCT

* kK Kk Kk * * ER R R R R R R R *kk kk Kk kk kK

TATGACCTGGGCTACACACGTGCTACAATG TCGCGAGG
TATGACCTGGGCTACACACGTGCTACAATGGATGGTACAACGAGTTGCGAGACCGCGAGG
TATGTGTAGGGCTACACACGTGCTACAATGGCTGGTACAGAGAGATGCAATACCGCGAGG
TACGTCCAGGGCTTCACGCATGCTACAATGGCCGGTACAACGGGATGCGACGCGGCGACG
TACGACCAGGGCTACACACGTGCTACAATGGCGCATACAAAGAGAAGCGACCTCGCGAGA
TACGTCCGGGGCTACACACGTGTTACAATGGGGGGTACAGAAGGCAGCTAGCGGGTGACC

**x X *hkkkk kkk k kk KAk kkkkkk * Kk Kk k * **x  *x * k%

CTAAGCTAATCTCTTAAAGCTTCTCTCAGTTCGGATTGCAGGCTGCAACTCGCCTGCATG
TCAAGCTAATCTCTTAAAGCCATTCTCAGTTCGGACTGTAGGCTGCAACTCGCCTACACG
TGGAGCCAAACT-TAAAAACCAGTCTCAGTTCGGATTGTAGGCTGAAACTCGCCTACATG
CGGAGCGGATCCCTGAAAACCGGTCTCAGTTCGGATCGCAGTCTGCAACTCGACTGCGTG
GCAAGCGGACCTCATAAAGTGCGTCGTAGTCCGGATTGGAGTCTGCAACTCGACTCCATG
GTATGCTAATCCC-AAAATCCTCTCTCAGTTCGGATCGAAGTCTGCAACCCGACTTCGTG

* * * % * % % * * *kk  kk Kk Kk * kk kkk kkk kk kKk Kk *

AAGCCGGAATCGCTAGTAATCGCGGATCAGCA-CGCCGCGGTGAATACGTTCCCGGGCCT
AAGTCGGAATCGCTAGTAATCGCGGATCAGCA-CGCCGCGGTGAATACGTTCCCGGGCCT
AAGCTGGAGTTACTAGTAATCGCGAATCAGAA-TGTCGCGGTGAATACGTTCCCGGGTCT
AAGGCGGAGTCGCTAGTAATCGCGAATCAGCAACGTCGCGGTGAATGCGTTCCCGGGCCT
AAGTCGGAATCGCTAGTAATCGTGGATCAGAA-TGCCACGGTGAATACGTTCCCGGGCCT
AAGCTGGATTCGCTAGTAATCGCGCATCAGCCACGGCGCGGTGAATACGTTCCCGGGCCT

* % % * Kk Kk Kk Ik kA khkx * kkkkk * kK kkkkkhkhkk KAk kkkkkkkk kK

TGTACACACCGCCCGTCACACCACGAGAGTTTGTAACACCCGAAGTCGGTGAGGTAACCT
TGTACACACCGCCCGTCACACCATGAGAGTTTGTAACACCCGAAGCCGGTGGCGTAACCC
TGTACACACCGCCCGTCACACCATGAGAGTTGGCAATACCCGAAGTCCGTGAGCTAACCG
TGTACACACCGCCCGTCAAGTCATGAAAGTGGGCAGCACCCGAAGCCGGTGGCCTAACCC
TGTACACACCGCCCGTCACACCATGGGAGTGGGTTGCAAAAGAAGTAGGTAGCTTAACCT
TGTACACACCGCCCGTCAAGCCATGGGAGCCGGGGGTACCTGAAGT————— ACGTAACCG

R R R R R R R R R **x X * % * * * Kk k x * Kk Kk Kk Kk

TTT---GGAGCCAGCCGCCTAAGGTGGGATAGATGATTGGGGTGAAGTCGTAACAAGGTA
TTTTAGGGAGCGAGCCGTCTAAGGTGGGACAAATGATTAGGGTGAAGTCGTAACAAGGTA
C---AAGGAGGCAGCGGCCGAAGGTAGGGTCAGCGATTGGGGTGAAGTCGTAACAAGGTA
CTTGTGGGATGGAGCCGTCTAAGGTGAGGCTCGTGATTGGGACTAAGTCGTAACAAGGTA

TC---GGGAGGGCGCTTACCACTTTGTGATTCATGACTGGGGTGAAGTCGTAACAAGGTA
C-=mm=—- AAGGATCGTCCTAGGGTAAAACTGGTGACTGGGGCTAAGTCGTAACAAGGTA
* * * * K,k Kk kK Kk Kk kK kK Kk Kk kK kK

GCCGTATCAGAAGGTGCGGCTGGATCACCT———==————————— 1548

GCCGTAGGAGAACCTGCGGCTGGATCACCTCCTTTCTA-————— 1574

GCCGTAGGAGAACCTGCGGCTGGATCACCTCCTTTCT-—————— 1518

GCCGTACCGGAAGGTGCGGCTGGATCACCTCCTTTCTACGGAGA 1537

ACCGTAGGGGAACCTGCGGTTGGATCACCTCCTTA-—-—————— 1541

GCCGTACCGGAAGGTGCGGCTGGAACACCTCCTTTCT——————— 1533
KKk KKKk * Kk Kk KAk KKK KAkKkKk KAk KK K

1104
1119
1068
1073
1091
1089

1162
1177
1126
1133
1150
1149

1222
1237
1186
1193
1210
1209

1282
1297
1246
1253
1270
1269

1342
1357
1305
1313
1330
1328

1401
1416
1364
1373
1389
1388

1461
1476
1424
1433
1449
1443

1518
1536
1481
1493
1506
1496
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Tételes szerzoi hozzajarulas

Alulirott, Szabé Lilla biologia BSc szakos, III. évfolyamos hallgato, a .,Vastagbél mikrobiota
dsszetételének és stabilitdsdnak nyomon kivetése humdn emésztési modellben mikrobioldgiai
és molekuldris biolégiai modszerekkel” cimi dolgozatban leirt munkafolyamatok koziil a:

- az emésztés in vitro modellezését,

- a baktériumok tenyésztését és a vastagbél mikrobiota modellezését,

- genomi DNS izolalast tobbféle modszerrel,

- PCR és qPCR reakciot,

- PCR termékek elvélasztasat agaréz gélelektroforézissel,

- PCR termek tisztitasat,

- PCR termékek klonozasat és plazmid izolalast,

- primerek tervezését,

- szekvencidk elemzését, 6sszehasonlitasat

végeztem el.

Eger, 2015. januar 7.

alairas
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