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1. melléklet:  
A hat baktérium 16S RNS génjeinek összehasonlítása és a szelektív primerpárok pozíciója 

(az egyforma színek a megfelelő baktérium-primer kombinációkat jelölik).  
 

Enterococcus         ----------AGAGTTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCCTAATACATG 50 

Lactobacillus        --TTTATATGAGAGTTTGATCCTGGCTCAGGATGAACGCTGGCGGCGTGCCTAATACATG 58 

Clostridium          TTTTAAATTGAGAGTTTGATCCTGGCTCAGGATGAACGCTGGCGGCGTGCTTAACACATG 60 

Bifidobacterium      -TTTTTGTGGAGGGTTCGATTCTGGCTCAGGATGAACGCTGGCGGCGTGCTTAACACATG 59 

Escherichia          ----AATTGAAGAGTTTGATCATGGCTCAGATTGAACGCTGGCGGCAGGCCTAACACATG 56 

Bacteroides          -TTACAATGAAGAGTTTGATCCTGGCTCAGGATGAACGCTAGCTACAGGCTTAACACATG 59 

                               ** *** ***  ********   ******* **  *  ** *** ***** 

 

Enterococcus         CAAGTCGAACGCTTCTTTTTCCAC---CGGAGCTTGCTCCA----CCGGAAAAAGAGGAG 103 

Lactobacillus        CAAGTCGAACGAGTTTTGGTCGATGAACGGTGCTTGCACTGAGATTCGACTTAAAACGAG 118 

Clostridium          CAAGTCGAGCGAT---------------GAAGTTTCCTTCG------GGAAACGGATTAG 99 

Bifidobacterium      CAAGTCGAACGGGATCCAT--------CGGGCTTTGCTTGG-----TGGTGA-----GAG 101 

Escherichia          CAAGTCGAACGGTAACAGG-------AAGCAGCTTGCTGCT----TTGCTGA----CGAG 101 

Bacteroides          CAAGTCGAGGGGCATCAGG------AAGAAAGCTTGCTTTC---TTTGCTGG----CGAC 106 

                     ********  *                      ** *          *          *  

 

Enterococcus         TGGCGAACGGGTGAGTAACACGTGGGTAACCTGCCCATCAGAAGGGGATAACACTTGGAA 163 

Lactobacillus        TGGCGGACGGGTGAGTAACACGTGGGTAACCTGCCCTTAAGTGGGGGATAACATTTGGAA 178 

Clostridium          CGGCGGACGGGTGAGTAACACGTGGGTAACCTGCCTCATAGAGTGGAATAGCCTTCCGAA 159 

Bifidobacterium      TGGCGAACGGGTGAGTAATGCGTGACCGACCTGCCCCATACACCGGAATAGCTCCTGGAA 161 

Escherichia          TGGCGGACGGGTGAGTAATGTCTGGGAAAC-TGCCTGATGGAGGGGGATAACTACTGGAA 160 

Bacteroides          CGGCGCACGGGTGAGTAACACGTATCCAACCTGCCCTTTACTCGGGGATAGCCTTTCGAA 166 

                      **** ************    *     ** ****         ** *** *     *** 

 

Enterococcus         ACAGGTGCTAATACCGTATAACAATCAA---AACCGCATGGTTTTGATTTGAAAGGCGCT 220 

Lactobacillus        ACAGATGCTAATACCGCATAA-ATCCAAG--AACCGCATGGTTCTTGGCTGAAAGATGGC 235 

Clostridium          AGGAAGATTAATACCGCATAATGTTGAAA--GATGGCATCATCATTCAACCAAAGGAGCA 217 

Bifidobacterium      ACGGGTGGTAATGCCGGAT---GTTCCAGTTGATCGCATGGTCTT----CTGGGAAAGCT 214 

Escherichia          ACGGTAGCTAATACCGCATAACGTCGCAA--GACCAAA------------GAGGGGGACC 206 

Bacteroides          AGAAAGATTAATACCCGATAGCATAATGAT--TCCGCATGGTTTCATTATTAAAGGA--- 221 

                     *       **** **  **                  *                       

 

Enterococcus         TTCGGGTGTC--GCTGATGGATGGACCCGCGGTGCATTAGCTAGTTGGTGAGGTAACGGC 278 

Lactobacillus        GCAAGCTATC--GCTTTTGGATGGACCCGCGGCGTATTAGCTAGTTGGTGAGGTAACGGC 293 

Clostridium          ATC------C--GCTATGAGATGGACCCGCGGCGCATTAGCTAGTTGGTGGGGTAACGGC 269 

Bifidobacterium      TTCG-----C--GGTATGGGATGGGGTCGCGTCCTATCAGCTTGACGGCGGGGTAACGGC 267 

Escherichia          TTCGGGCCTCTTGCCATCGGATGTGCCCAGATGGGATTAGCTAGTAGGTGGGGTAAAGGC 266 

Bacteroides          TTC------C--GGTAAAGGATGGGGATGCGTTCCATTAGGTTGTTGGTGAGGTAACGGC 273 

                              *  *      ****            ** ** * *  ** * ***** *** 

 

Enterococcus         TCACCAAGGCCACGATGCATAGCCGACCTGAGAGGGTGATCGGCCACATTGGGACTGAGA 338 

Lactobacillus        TCACCAAGGCGATGATACGTAGCCGAACTGAGAGGTTGATCGGCCACATTGGGACTGAGA 353 

Clostridium          CTACCAAGGCGACGATGCGTAGCCGACCTGAGAGGGTGATCGGCCACATTGGGACTGAGA 329 

Bifidobacterium      CCACCGTGGCTTCGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACATTGGGACTGAGA 327 

Escherichia          TCACCTAGGCGACGATCCCTAGCTGGTCTGAGAGGATGACCAGCCACACTGGAACTGAGA 326 

Bacteroides          TCACCAAGCCTTCGATGGATAGGGGTTCTGAGAGGAAGGTCCCCCACATTGGAACTGAGA 333 

                       ***  * *   **    ***  *  ********  *  *  ***** *** ******* 

 

Enterococcus         CACGGCCCAAACTCCTACGGGAGGCAGCAGTAGGGAATCTTCGGCAATGGACGAAAGTCT 398 

Lactobacillus        CACGGCCCAAACTCCTACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCT 413 

Clostridium          CACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCT 389 

Bifidobacterium      TACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCT 387 

Escherichia          CACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCT 386 

Bacteroides          CACGGTCCAAACTCCTACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCTAGCCT 393 

                      **** *** *********************  ***** **   ******  *  *  ** 

 

Enterococcus         GACCGAGCAACGCCGCGTGAGTGAAGAAGGTTTT-CGGATCGTAAAACTCTGTTGTTAGA 457 

Lactobacillus        GATGGAGCAACGCCGCGTGAGTGAAGAAGGCTTT-CGGGTCGTAAAACTCTGTTGTTGGA 472 

Clostridium          GATGCAGCAACGCCGCGTGAGTGATGAAGGTTTT-CGGATCGTAAAGCTCTGTCTTTGGG 448 

Bifidobacterium      GATGCAGCGACGCCGCGTGAGGGATGGAGGCCTT-CGGGTTGTAAACCTCTTTTATCGGG 446 

Escherichia          GATGCAGCCATGCCGCGTGTATGAAGAAGGCCTT-CGGGTTGTAAAGTACTTTCAGCGGG 445 

Bacteroides          GAACCAGCCAAGTAGCGTGAAGGATGAAGGCTCTATGGGTCGTAAACTTCTTTTATATAA 453 

                     **   *** * *  *****   ** * ***   *  ** * *****   ** *        

 

Enterococcus         GAAGAACAAGGATGAGAGTAAC-------TGTTCATCCCTTGACGGTATCTAACCAGAAA 510 

Lactobacillus        GAAGAATGGTCGGCAGAGTAAC-------TGTTGTCGGCGTGACGGTATCCAACCAGAAA 525 

Clostridium          GAAGA-------------TAA-------------------TGACGGTACCCAAGGAGGAA 476 

Bifidobacterium      GAGCAA---------GCGTGA------------------GTGAGTTTACCCGTTGAATAA 479 

Escherichia          GAGGAA-------GGGAGTAAAGTTAATACCTTTGCTCATTGACGTTACCCGCAGAAGAA 498 

Bacteroides          GAATAA--------AGTGCAGTATG-----TATACTGTTTTGTATGTATTATATGAATAA 500 

                     **  *                                   **    **       *  ** 
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1. melléklet (folytatás) 
 

Enterococcus         GCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGA 570 

Lactobacillus        GCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGA 585 

Clostridium          GCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTATCCGGA 536 

Bifidobacterium      GCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCAAGCGTTATCCGGA 539 

Escherichia          GCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGA 558 

Bacteroides          GGATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGA 560 

                     *   ********* ************************ ***   * ******   **** 

 

Enterococcus         TTTATTGGGCGTAAAGCGAGCGCAGGCGGTTTCTTAAGTCTGATGTGAAAGCCCCCGGCT 630 

Lactobacillus        TTTATTGGGCGTAAAGCGAGCGCAGGCGGTTTTTTAAGTCTGATGTGAAAGCCCTCGGCT 645 

Clostridium          TTTACTGGGCGTAAAGGGAGCGTAGGCGGATGATTAAGTGGGATGTGAAATACCCGGGCT 596 

Bifidobacterium      ATTATTGGGCGTAAAGGGCTCGTAGGCGGTTCGTCGCGTCCGGTGTGAAAGTCCATCGCT 599 

Escherichia          ATTACTGGGCGTAAAGCGCACGCAGGCGGTTTGTTAAGTCAGATGTGAAATCCCCGGGCT 618 

Bacteroides          TTTATTGGGTTTAAAGGGAGCGTAGGTGGACTGGTAAGTCAGTTGTGAAAGTTTGCGGCT 620 

                      *** ****  ***** *  ** *** **        **  * *******       *** 

 

Enterococcus         CAACCGGGGAGGGTCATTGGAAACTGGGAGACTTGAGTGCAGAAGAGGAGAGTGGAATTC 690 

Lactobacillus        TAACCGAGGAAGCGCATCGGAAACTGGGAAACTTGAGTGCAGAAGAGGACAGTGGAACTC 705 

Clostridium          CAACTTGGGTGCTGCATTCCAAACTGGTTATCTAGAGTGCAGGAGAGGAGAGTGGAATTC 656 

Bifidobacterium      TAACGGTGGATCCGCGCCGGGTACGGGCGGGCTTGAGTGCGGTAGGGGAGACTGGAATTC 659 

Escherichia          CAACCTGGGAACTGCATCTGATACTGGCAAGCTTGAGTCTCGTAGAGGGGGGTAGAATTC 678 

Bacteroides          CAACCGTAAAATTGCAGTTGATACTGTCAGTCTTGAGTACAGTAGAGGTGGGCGGAATTC 680 

                      ***          *       ** *     ** ****   * ** **      *** ** 

 

Enterococcus         CATGTGTAGCGGTGAAATGCGTAGATATATGGAGGAACACCAGTGGCGAAGGCGGCTCTC 750 

Lactobacillus        CATGTGTAGCGGTGAAATGCGTAGATATATGGAAGAACACCAGTGGCGAAGGCGGCTGTC 765 

Clostridium          CTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGACTCTC 716 

Bifidobacterium      CCGGTGTAACGGTGGAATGTGTAGATATCGGGAAGAACACCAATGGCGAAGGCAGGTCTC 719 

Escherichia          CAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCGGTGGCGAAGGCGGCCCCC 738 

Bacteroides          GTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGCAGCTCAC 740 

                        ***** ***** ****  **** **   ** ***  **  * ********      * 

 

Enterococcus         TGGTCTGTAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTG 810 

Lactobacillus        TGGTCTGTAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTG 825 

Clostridium          TGGACTGTAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTG 776 

Bifidobacterium      TGGGCCGTTACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTG 779 

Escherichia          TGGACGAAGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTG 798 

Bacteroides          TGGACTGCAACTGACACTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTG 800 

                     *** *    ****** ** * *  ******  **** * * ******************* 

 

Enterococcus         GTAGTCCACGCCGTAAACGATGAGTGCTAAGTGTTGGAGG---GTTTCCGCCCTTCAGTG 867 

Lactobacillus        GTAGTCCATGCCGTAAACGATGAATGCTAGGTGTTGGAGG---GTTTCCGCCCTTCAGTG 882 

Clostridium          GTAGTCCACGCCGTAAACGATGAATACTAGGTGT--GGGG---GTTTCAACACCTCCGTG 831 

Bifidobacterium      GTAGTCCACGCCGTAAACGGTGGATGCTGGATGT--GGGGCCCGTTCCACGGGTTCCGTG 837 

Escherichia          GTAGTCCACGCCGTAAACGATGTCGACTTGGAGGTTGTGC----CCTTGAGGCGTGGCTT 854 

Bacteroides          GTAGTCCACACAGTAAACGATGAATACTCGCTGTTTGCGA-------TATACAGTAAGCG 853 

                     ********  * ******* **    **    *   * *               *      

 

Enterococcus         CTGCAGCTAACGCATTAAGCACTCCGCCTGGGGAGTACGACCGCAAGGTTGAAACTCAAA 927 

Lactobacillus        CCGCAGCTAACGCATTAAGCATTCCGCCTGGGGAGTACGACCGCAAGGTTGAAACTCAAA 942 

Clostridium          CCGCCGCTAACGCATTAAGTATTCCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAA 891 

Bifidobacterium      TCGGAGCTAACGCGTTAAGCATCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAA 897 

Escherichia          CCGGAGCTAACGCGTTAAGTCGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAA 914 

Bacteroides          GCCAAGCGAAAGCATTAAGTATTCCACCTGGGGAGTACGCCGGCAACGGTGAAACTCAAA 913 

                          ** ** ** *****    ** *************   ****   * ********* 

 

Enterococcus         GGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAA 987 

Lactobacillus        GGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAA 1002 

Clostridium          GGAATTGACGGGGACCCGCACAAGTAGCGGAGCATGTGGTTTAATTCGAAGCAACGCGAA 951 

Bifidobacterium      GAAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGCGGATTAATTCGATGCAACGCGAA 957 

Escherichia          TGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAA 974 

Bacteroides          GGAATTGACGGGGGCCCGCACAAGCGGAGGAACATGTGGTTTAATTCGATGATACGCGAG 973 

                       *********** **********  * *** **** ** ********* *  ******  

 

Enterococcus         GAACCTTACCAGGTCTTGACATCCTTTG-ACCACTCTAGA--GATAGAGCTTCCCCTTCG 1044 

Lactobacillus        GAACCTTACCAGGTCTTGACATCTTTTG-ATCACCTGAGA--GATCAGGTTTCCCCTTCG 1059 

Clostridium          GAACCTTACCTACACTTGACATCCCTTGCATTACTCTTAATCGAGGAAAT---CCCTTCG 1008 

Bifidobacterium      GAACCTTACCTGGGCTTGACATGTTCCCGACGATCCCAGA--GATGGGGTTT-CCCTTCG 1014 

Escherichia          GAACCTTACCTGGTCTTGACATCCACGG-AAGTTTTCAGA--GATGAGAATGTGCCTTCG 1031 

Bacteroides          GAACCTTACCCGGGCTTAAATTGCAGTGGAATGATGTGGAAACATGTCAGTGAGCAATC- 1032 

                     **********    *** *  *       *         *   *          *  **  
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1. melléklet (folytatás) 
 

Enterococcus         GGGGCAAAGTGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTA 1104 

Lactobacillus        GGGGCAAAATGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTA 1119 

Clostridium          GGGACAAGGTGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTA 1068 

Bifidobacterium      GGG-CGGGTTCACAGGTGGTGCATGGTCGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTA 1073 

Escherichia          GGAACCGTGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTTGTGAAATGTTGGGTTA 1091 

Bacteroides          --ACCGCTGTGA-AGGTGCTGCATGGTTGTCGTCAGCTCGTGCCGTGAGGTGTCGGCTTA 1089 

                         *      * ***** *******  **************  ****  *** ** *** 

 

Enterococcus         AGTCCCGCAACGAGCGCAACCCTTATTGTTAGTTGCCATC--ATTCAGTTGGGCACTCTA 1162 

Lactobacillus        AGTCCCGCAACGAGCGCAACCCTTATGACTAGTTGCCAGC--ATTGAGTTGGGCACTCTA 1177 

Clostridium          AGTCCCGCAACGAGCGCAACCCTTGTCGTTAGTTACTACC--ATTAAGTTGAGGACTCTA 1126 

Bifidobacterium      AGTCCCGCAACGAGCGCAACCCTCGCCCCGTGTTGCCAGCGGATTGTGCCGGGAACTCAC 1133 

Escherichia          AGTCCCGCAACGAGCGCAACCCTTATCCTTTGTTGCCAGCG-GTCCGGCCGGGAACTCAA 1150 

Bacteroides          AGTGCCATAACGAGCGCAACCCTTATCTTCAGTTACTAACAGGTCATGCTGAGGACTCTG 1149 

                     *** **  ***************        *** * * *   *   *  * * ****   

 

Enterococcus         GCAAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCT 1222 

Lactobacillus        GTAAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCT 1237 

Clostridium          GCGAGACTGCCTGGGTTAACCAGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCT 1186 

Bifidobacterium      GGGGGACCGCCGGGGTTAACTCGGAGGAAGGTGGGGATGACGTCAGATCATCATGCCCCT 1193 

Escherichia          AGGAGACTGCCAGTGATAAACTGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCT 1210 

Bacteroides          GAGAGACTGCCGTCGTAAGATGTGAGGAAGGTGGGGATGACGTCAAATCAGCACGGCCCT 1209 

                         *** ***   *  *     **********************  *** ** * **** 

 

Enterococcus         TATGACCTGGGCTACACACGTGCTACAATGGGAAGTACAACGAGTCGCGAAGTCGCGAGG 1282 

Lactobacillus        TATGACCTGGGCTACACACGTGCTACAATGGATGGTACAACGAGTTGCGAGACCGCGAGG 1297 

Clostridium          TATGTGTAGGGCTACACACGTGCTACAATGGCTGGTACAGAGAGATGCAATACCGCGAGG 1246 

Bifidobacterium      TACGTCCAGGGCTTCACGCATGCTACAATGGCCGGTACAACGGGATGCGACGCGGCGACG 1253 

Escherichia          TACGACCAGGGCTACACACGTGCTACAATGGCGCATACAAAGAGAAGCGACCTCGCGAGA 1270 

Bacteroides          TACGTCCGGGGCTACACACGTGTTACAATGGGGGGTACAGAAGGCAGCTAGCGGGTGACC 1269 

                     ** *    ***** *** * ** ********    ****    *  ** *    * **   

 

Enterococcus         CTAAGCTAATCTCTTAAAGCTTCTCTCAGTTCGGATTGCAGGCTGCAACTCGCCTGCATG 1342 

Lactobacillus        TCAAGCTAATCTCTTAAAGCCATTCTCAGTTCGGACTGTAGGCTGCAACTCGCCTACACG 1357 

Clostridium          TGGAGCCAAACT-TAAAAACCAGTCTCAGTTCGGATTGTAGGCTGAAACTCGCCTACATG 1305 

Bifidobacterium      CGGAGCGGATCCCTGAAAACCGGTCTCAGTTCGGATCGCAGTCTGCAACTCGACTGCGTG 1313 

Escherichia          GCAAGCGGACCTCATAAAGTGCGTCGTAGTCCGGATTGGAGTCTGCAACTCGACTCCATG 1330 

Bacteroides          GTATGCTAATCCC-AAAATCCTCTCTCAGTTCGGATCGAAGTCTGCAACCCGACTTCGTG 1328 

                         **  * *    ***     **  *** ****  * ** *** *** ** ** *  * 

 

Enterococcus         AAGCCGGAATCGCTAGTAATCGCGGATCAGCA-CGCCGCGGTGAATACGTTCCCGGGCCT 1401 

Lactobacillus        AAGTCGGAATCGCTAGTAATCGCGGATCAGCA-CGCCGCGGTGAATACGTTCCCGGGCCT 1416 

Clostridium          AAGCTGGAGTTACTAGTAATCGCGAATCAGAA-TGTCGCGGTGAATACGTTCCCGGGTCT 1364 

Bifidobacterium      AAGGCGGAGTCGCTAGTAATCGCGAATCAGCAACGTCGCGGTGAATGCGTTCCCGGGCCT 1373 

Escherichia          AAGTCGGAATCGCTAGTAATCGTGGATCAGAA-TGCCACGGTGAATACGTTCCCGGGCCT 1389 

Bacteroides          AAGCTGGATTCGCTAGTAATCGCGCATCAGCCACGGCGCGGTGAATACGTTCCCGGGCCT 1388 

                     ***  *** *  ********** * *****    * * ******** ********** ** 

 

Enterococcus         TGTACACACCGCCCGTCACACCACGAGAGTTTGTAACACCCGAAGTCGGTGAGGTAACCT 1461 

Lactobacillus        TGTACACACCGCCCGTCACACCATGAGAGTTTGTAACACCCGAAGCCGGTGGCGTAACCC 1476 

Clostridium          TGTACACACCGCCCGTCACACCATGAGAGTTGGCAATACCCGAAGTCCGTGAGCTAACCG 1424 

Bifidobacterium      TGTACACACCGCCCGTCAAGTCATGAAAGTGGGCAGCACCCGAAGCCGGTGGCCTAACCC 1433 

Escherichia          TGTACACACCGCCCGTCACACCATGGGAGTGGGTTGCAAAAGAAGTAGGTAGCTTAACCT 1449 

Bacteroides          TGTACACACCGCCCGTCAAGCCATGGGAGCCGGGGGTACCTGAAGT-----ACGTAACCG 1443 

                     ******************   ** *  **   *    *   ****         *****  

 

Enterococcus         TTT---GGAGCCAGCCGCCTAAGGTGGGATAGATGATTGGGGTGAAGTCGTAACAAGGTA 1518 

Lactobacillus        TTTTAGGGAGCGAGCCGTCTAAGGTGGGACAAATGATTAGGGTGAAGTCGTAACAAGGTA 1536 

Clostridium          C---AAGGAGGCAGCGGCCGAAGGTAGGGTCAGCGATTGGGGTGAAGTCGTAACAAGGTA 1481 

Bifidobacterium      CTTGTGGGATGGAGCCGTCTAAGGTGAGGCTCGTGATTGGGACTAAGTCGTAACAAGGTA 1493 

Escherichia          TC---GGGAGGGCGCTTACCACTTTGTGATTCATGACTGGGGTGAAGTCGTAACAAGGTA 1506 

Bacteroides          C-------AAGGATCGTCCTAGGGTAAAACTGGTGACTGGGGCTAAGTCGTAACAAGGTA 1496 

                             *     *   * *   *         ** * **   **************** 

 

Enterococcus         GCCGTATCAGAAGGTGCGGCTGGATCACCT-------------- 1548 

Lactobacillus        GCCGTAGGAGAACCTGCGGCTGGATCACCTCCTTTCTA------ 1574 

Clostridium          GCCGTAGGAGAACCTGCGGCTGGATCACCTCCTTTCT------- 1518 

Bifidobacterium      GCCGTACCGGAAGGTGCGGCTGGATCACCTCCTTTCTACGGAGA 1537 

Escherichia          ACCGTAGGGGAACCTGCGGTTGGATCACCTCCTTA--------- 1541 

Bacteroides          GCCGTACCGGAAGGTGCGGCTGGAACACCTCCTTTCT------- 1533 

                      *****   ***  ***** **** *****               
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