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Egy növényi alapú magyar biogáz üzem mikrobiomjának genomcentrikus metagenomikai és transzkriptomikai vizsgálata

Biogas is a promising alternative energy carrier, which can be produced from various types of biowaste. Biogas production is a microbiological process, where a complex microbial community work together in an ordered food chain. Part of the anaerobic microbiota is still unknown, often considered as the microbial “dark matter”, therefore the ability to analyze the functional, metabolic and taxonomy classifications is vitally important for sustainable and stable reactor operation, biowaste management, understanding microbial interactions and effective methane production. Genome-centric metagenomics, based on the development of high throughput DNA sequencing, provides an insight into the composition and hierarchy of the microbial community. Combining this technique with a metatranscriptomic approach can shed light on the life and functional activities of the microbiome. The uncovered information gives a precise, although still incomplete, blueprint for the structure and functional relationships of the multifarious microbial community performing methanogenesis. For example, methanogenic Archaea have higher functional activity within the community than expected from their abundance.




