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LOCUS       KC202810                5392 bp    DNA     circular VRL 18-DEC-2012

DEFINITION  Merkel cell polyomavirus strain 7673/2011/HUN, complete genome.

ACCESSION   KC202810

VERSION     KC202810.1  GI:429545453

KEYWORDS    .

SOURCE      Merkel cell polyomavirus

  ORGANISM  Merkel cell polyomavirus
            Viruses; dsDNA viruses, no RNA stage; Polyomaviridae; Polyomavirus;

            unclassified Polyomavirus.

REFERENCE   1  (bases 1 to 5392)

  AUTHORS   Horvath,K.B., Pankovics,P., Battyani,Z., Kalman,E. and Reuter,G.

  TITLE     [A probable etiological role for Merkel cell polyomavirus in the

            development of Merkel cell carcinoma]

  JOURNAL   Orv Hetil 154 (3), 102-112 (2013)

   PUBMED   23315225
REFERENCE   2  (bases 1 to 5392)

  AUTHORS   Horvath,K.B., Pankovics,P. and Reuter,G.

  TITLE     Direct Submission

  JOURNAL   Submitted (23-NOV-2012) Regional Laboratory of Virology, ANTSZ

            Baranya County Institute of State Public Health Service, Szabadsag

            u. 7., Pecs, Baranya H-7623, Hungary

FEATURES             Location/Qualifiers

     source          1..5392

                     /organism="Merkel cell polyomavirus"

                     /mol_type="genomic DNA"

                     /strain="7673/2011/HUN"

                     /isolation_source="metastatic cervical lymph node"

                     /host="Homo sapiens"

                     /db_xref="taxon:493803"

                     /country="Hungary"

                     /collection_date="09-May-2011"

     CDS             join(196..429,861..1463)

                     /codon_start=1

                     /product="truncated large T antigen"

                     /protein_id="AGA03916.1"

                     /db_xref="GI:429545454"

                     /translation="MDLVLNRKEREALCKLLEIAPNCYGNIPLMKAAFKRSCLKHHPD

                     KGGNPVIMMELNTLWSKFQQNIHKLRSDFSMFDEVDEAPIYGTTKFKEWWRSGGFSFG

                     KAYEYGPNPHGTNSRSRKPSSNASRGAPSGSSPPHSQSSSSGYGSFSASQASDSQSRG

                     PDIPPEHHEEPTSSSGSSSREETTNSGRESSTPNGTSVPRNSSRTDGTWEDLFCDESL

                     SSPEPPSSSEEPEEPPSSRSSPRQPPSSSAEEASSSQFTDEEYRSSSFTTPKTPPPFS

                     RK"

     CDS             196..756

                     /codon_start=1

                     /product="small T antigen"

                     /protein_id="AGA03917.1"

                     /db_xref="GI:429545455"

                     /translation="MDLVLNRKEREALCKLLEIAPNCYGNIPLMKAAFKRSCLKHHPD

                     KGGNPVIMMELNTLWSKFQQNIHKLRSDFSMFDEVSTKFPWEEYGTLKDYMQSGYNAR

                     FCRGPGCMLKQLRDSKCACISCKLSRQHCSLKTLKQKNCLTWGECFCYQCFILWFGFP

                     PTWESFDWWQKTLEETDYCLLHLHLF"

     CDS             complement(3156..4427)

                     /codon_start=1

                     /product="major capsid protein VP1"

                     /protein_id="AGA03918.1"

                     /db_xref="GI:429545456"

                     /translation="MAPKRKASSTCKTPKRQCIPKPGCCPNVASVPKLLVKGGVEVLS

                     VVTGEDSITQIELYLNPRMGVNSPDLPTTSNWYTYTYDLQPKGSSPDQPIKENLPAYS

                     VARVSLPMLNEDITCDTLQMWEAISVKTEVVGISSLINVHYWDMKRVHDYGAGIPVSG

                     VNYHMFAIGGEPLDLQGLVLDYQTEYPKTTNGGPITIETVLGRKMTPKNQGLDPQAKA

                     KLDKDGNYPIEVWCPDPSKNENSRYYGSIQTGSQTPTVLQFSNTLTTVLLDENGVGPL

                     CKGDGLFISCADIVGFLFKTSGKMALHGLPRYFNVTLRKRWVKNPYPVVNLINSLFSN

                     LMPKVSGQPMEGKDNQVEEVRIYEGSEQLPGDPDIVRFLDKFGQEKTVYPKPSVAPAA

                     VTFQSNQQDKGKAPLKGPQKASQKESQTQEL"

     CDS             complement(4393..5118)

                     /codon_start=1

                     /product="capsid protein VP2"

                     /protein_id="AGA03919.1"

                     /db_xref="GI:429545457"

                     /translation="MGGIITLLANIGEIATELSATTGVTLEAILTGEALAALEAEISS

                     LMTIEGISGIEALAQLGFTAEQFSNFSLVASLVNQGLTYGFILQTVSGIGSLITVGVR

                     LSREQVSLVKRDVSWVGSNEVLRHALMAFSLDPLQWENSLLHSVGQDIFNSLSPTSRL

                     QIQSNLVNLILNSRWVFQTTASQNQGLLSGEAILIPEHIGGTLQQQTPDWLLPLVLGL

                     SGYISPELQVIEDGTKKKSIIHL"

     CDS             complement(4393..4983)

                     /codon_start=1

                     /product="capsid protein VP3"

                     /protein_id="AGA03920.1"

                     /db_xref="GI:429545458"

                     /translation="MTIEGISGIEALAQLGFTAEQFSNFSLVASLVNQGLTYGFILQT

                     VSGIGSLITVGVRLSREQVSLVKRDVSWVGSNEVLRHALMAFSLDPLQWENSLLHSVG

                     QDIFNSLSPTSRLQIQSNLVNLILNSRWVFQTTASQNQGLLSGEAILIPEHIGGTLQQ

                     QTPDWLLPLVLGLSGYISPELQVIEDGTKKKSIIHL"

ORIGIN      

        1 ggggctccta gcctccgagg cctctggaaa aaaaagagag aggcctctga ggcttaagag
       61 gcttaattag caaaaaaggc agtatctaag ggctgatccc aagggcggga aactgcagta
      121 taaaaaccac tccttagtga ggtagctcat ttgctcctct gctctttctg caaactcctt
      181 ctgcatatag acaagatgga tttagtccta aataggaaag aaagagaggc tctctgcaag
      241 cttttagaga ttgctcctaa ttgttatggc aacatccctc tgatgaaagc tgctttcaaa
      301 agaagctgct taaagcatca ccctgataaa gggggaaatc ctgttataat gatggaattg
      361 aacacccttt ggagcaaatt ccagcaaaat atccacaagc tcagaagtga cttctctatg
      421 tttgatgagg tcagtacaaa atttccttgg gaagaatatg gaactttaaa ggattatatg
      481 caaagtggat ataatgctag attttgcaga ggtcctgggt gcatgcttaa gcaacttaga
      541 gattctaagt gcgcttgtat tagctgtaag ttgtctcgcc agcattgtag tctaaaaact
      601 ttaaagcaaa aaaactgtct gacgtgggga gagtgttttt gctatcagtg ctttattctt
      661 tggtttggat ttcctcctac ttgggaaagt tttgactggt ggcaaaaaac tttagaagaa
      721 actgactact gcttactgca tctgcacctt ttctagactc ctacttcctt cctctgtaag
      781 tattagatat ggaaaagtct ataaggcaaa atatcaaaga aaggttattt atgacagatt
      841 ttctgtactt tcccatctag gttgacgagg cccctatata tgggaccact aaattcaaag
      901 aatggtggag atcaggagga ttcagcttcg ggaaggcata cgaatatggg cccaatccac
      961 acgggaccaa ctcaagatcc agaaagcctt cctccaatgc atccagggga gcccccagtg
     1021 gaagctcacc accccacagc cagagctctt cctctgggta tgggtccttc tcagcgtccc
     1081 aggcttcaga ctcccagtcc agaggacccg atatacctcc cgaacaccat gaggaaccca
     1141 cctcatcctc tggatccagt agcagagagg agaccaccaa ttcaggaaga gaatccagca
     1201 cacccaatgg aaccagtgta cctagaaatt cttccagaac ggatggcacc tgggaggatc
     1261 tcttctgcga tgaatcactt tcctcccctg agcctccctc gtcctctgag gagcctgagg
     1321 agcccccctc ctcaagaagc tcgccccggc agcccccgtc ttcctctgcc gaggaggcct
     1381 cgtcatctca gtttacagat gaggaataca gatcctcctc cttcaccacc ccgaagaccc
     1441 ctcctccatt ttcaagaaag tgaaaatttg gggggtcccg aagctctgca agctctgcta
     1501 gttcagcaag ttttacaagc actccaccaa agccaaaaaa gaacagagaa actcctgttc
     1561 ctactgattt tcctattgat ctttgtgatt atcttagcca tgctgtatat agtaataaaa
     1621 cagtaagttg ttttgccatt tatactactt ctgataaagc tatagagtta tatgataaga
     1681 ttgagaaatt taaagttgat tttaaaagca ggcatgcctg tgaattagga tgtattttat
     1741 tgtttataac tttatcaaag catagagtat ctgctattaa gaatttttgc tctaccttct
     1801 gcactataag ctttttaatt tgtaaaggag tgaataagat gcctgaaatg tataataatt
     1861 tatgcaagcc cccttacaaa ttactgcaag agaataagcc actgctcaat tatgaatttc
     1921 aagaaaaaga aaaagaggcc agctgtaatt ggaatttagt tgctgaattt gcttgtgaat
     1981 atgagctaga cgaccacttt attatcttag cccattatct agactttgca aaaccatttc
     2041 cttgccaaaa gtgtgaaaac agatctcgcc tcaaacctca caaggctcat gaggctcatc
     2101 attctaatgc taagctattt tatgaatcta aatctcagaa aaccatttgc caacaagccg
     2161 cagacactgt tctagccaaa aggaggttag agatgctgga aatgaccagg acagaaatgc
     2221 tatgtaagaa gtttaagaag cacctagaga gattaagaga tttagataca atagatctac
     2281 tgtattatat gggtggtgtg gcctggtact gctgcttatt tgaagagttt gaaaagaagc
     2341 tgcagaaaat tattcaatta ttaacagaga atatacctaa gtatagaaac atttggttta
     2401 aagggcctat taacagtgga aaaacaagct ttgctgcagc cttaatagat ttgctagaag
     2461 ggaaggcctt gaatataaac tgtccatctg ataaactgcc ttttgaacta ggttgtgctt
     2521 tggataaatt tatggttgtt tttgaggatg tgaaagggca aaatagccta actaaagatc
     2581 tgcaacccgg gcaaggaata aataaccttg ataacttaag agatcatcta gacggtgctg
     2641 tagctgtaag cttagagaag aagcatgtga ataaaaagca tcagattttt cctccttgta
     2701 ttgttactgc taatgattat tttattccca aaacattaat agcaagattt agttatactt
     2761 tacacttttc cccaaaggca aatctaagag attccctgga tcagaacatg gaaataagaa
     2821 aaagaagaat tcttcaaagt ggaaccactt tattgctttg tcttatttgg tgcttgcctg
     2881 atacaacctt taagccttgc ttacaagaag aaattaaaaa ctggaagcaa attttacaga
     2941 gtgaaatatc atatggtaaa ttttgtcaaa tgatagaaaa tgtagaagct ggtcaggacc
     3001 ctctgctcaa tattcttatt gaggaagagg gccctgagga aactgaagaa acccaagatt
     3061 ctggtacttt ttctcaataa aggcatctgc ttcatatttc ctgtgtttgt ttttctgggg
     3121 cctacttaac tgaataggaa tgcatgaaat aattctcata attcttgtgt ttggctttct
     3181 ttttgagagg ccttttgagg tcctttcagt ggcgccttgc ccttatcctg ctgattactt
     3241 tggaatgtta ctgctgctgg ggcaacagag ggctttgggt aaacagtttt ctcctgccca
     3301 aatttatcta aaaatctgac aatatcagga tcaccaggta attgttctga cccctcatat
     3361 attctaacct cttctacctg attatctttt ccttccatag gttggcctga cacttttggc
     3421 attaagttgc tgaagagtga gtttattaaa ttaactactg ggtaggggtt tttcacccat
     3481 ctttttctca aagtaacatt aaaatatcta ggcaacccat gaagagccat ttttccactg
     3541 gttttaaaca gaaaccccac tatgtctgca cagctaataa ataggccatc tcctttgcat
     3601 agagggccca ctccattctc atctaaaagg acagtagtta gagtattact aaattgaaga
     3661 actgtaggag tctgagagcc tgtctgaata gacccatagt atctactgtt ttcattttta
     3721 gaaggatcag ggcaccatac ttctatagga taatttccat ctttatctaa ttttgcttta
     3781 gcttgtggat ctaggccctg atttttaggt gtcatttttc ttcccaatac agtttcaatt
     3841 gtaataggcc caccatttgt agtttttgga tactcagtct ggtaatctaa aactaggcct
     3901 tgcaaatcca gaggttctcc cccaatggca aacatatggt aatttacccc tgacacagga
     3961 ataccagcac cataatcatg aactcttttc atgtcccaat aatgaacatt aattaaagaa
     4021 cttattccaa ctacttctgt tttaacagat attgcctccc acatctgcaa tgtgtcacag
     4081 gtaatatcct catttagcat tggcagagac actcttgcca cactgtaagc tggcaaattt
     4141 tccttgatgg gctgatctgg agatgatccc tttggctgca ggtcataagt ataagtatac
     4201 cagtttgaag tagtaggaag atcaggggaa ttaactccca ttcttggatt caaatacaac
     4261 tcaatttggg taatgctatc ttctccagta accacagata atacttccac tcctccttta
     4321 acaagcagtt ttggaactga ggcaacatta gggcagcatc ccggcttagg tatacattgc
     4381 cttttgggtg ttttacaggt ggatgatgct tttctttttg gtgccatctt caattacttg
     4441 taattcagga gaaatatatc cactaaggcc tagtaccaga ggaagaagcc aatctggagt
     4501 ttgctgctgc agagttcctc ctatatgttc aggaattaat atagcctctc ctgataaaag
     4561 gccctgattc tgagaagcag ttgtctgaaa gacccaccgg ctatttagta tcagattcac
     4621 taggtttgat tgtatctgca gcctagaggt aggagataaa gaattaaaaa tatcttgccc
     4681 cacagaatgc agcaagctat tttcccactg cagaggatct aggctaaagg ccataagtgc
     4741 atgcctcaaa acctcattac tacctaccca cgaaacatcc ctctttacaa gtgacacttg
     4801 ctcgcgtgac aacctcaccc ccacagttat tagagagcct ataccactaa cagtttggag
     4861 aatgaagcca taagttaaac cttggttaac caaagaagcc actaatgaga aatttgaaaa
     4921 ctgttcagct gtgaacccaa gttgagctaa agcctcaatg ccagaaatac cctcaattgt
     4981 cattaaactg gagatctctg cttccaaagc tgctaaagct tctcctgtaa gaatagcttc
     5041 caaagttact cctgtggtgg cacttagttc agtagcaatt tcaccaatat tggccagcag
     5101 tgtgatgatg ccccccatcc tgaaaaataa ataaggatac ttactctttt aatgtcctcc
     5161 tccctttgta agagaaaaaa aagcctccgg gcctcccttg ttgaaaaaaa attgagttaa
     5221 gagtcttccg tctccctccc aaacagaaag aaaaaaagtt ttgtttatca gtcaaactcc
     5281 gcctctccag gaaatgagtc aatgccagaa accctgcagc aataaaagtt caatcatgta
     5341 accacaactt ggctgcctag gtgacttttt tttttcaagt tggcagaggc tt
//

