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Introduction pORTMAGE
High-Throughput in wivo mutation incorporation in a diverse set of
Recently developed tools for bacterial genome enginesring Gram-negative bacteria
RTMAGE and DIVERGE) allow the rapid analysis of]
(p0 ) - L= PORTMAGE can rapidly insert mutations into the
mutational effects and the reconstruction of evolutionary genome of a diverse set of Enterobacterial species [1)L
processes in a diverse set of bacteria (1, 3). &5 a practically useful application, pORTMAGE allows
the analysis of antibiotic  resistance-conferring
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i Mowel selectable markers to extend
the host-range of pORTMAGE to
Multi Drug Resistant strains:

The establishment of pORTRMAGE-

variants with a diverse set of broad- - Gentamycin®
host-range replication  origins  will - Hygromycin®
ensure seamless plasmid maintenance - Blasticidin®
in Gram-negative species that are .
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immediate health threats.

Mutant homologues of Echutl to
extend host-specificity of Mismatch
Repair Control.
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Im order to adapt pORTMAGE to nowvel
hosts, new expression platforms are
needed. One solution to this problem
can be to apply broad-host expression

— Application of recently described,
nowel recombinases (2]

platfiorms to drive the production of
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